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Alterations and Biomarkers Identified
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Genomic Findings with Evidence of Clinical Significance *

= BIYVIVTELRBLTVET,
“variants”:{

“smallVariants”:[
{

“totalDepth”:1645,
“altAlleleDepth”:133,
“quality”:100,
“vcfChromosome”:"chr22”,
“vcfPosition”:29092920,
“vcfRefAllele”:"A",
“vcfAltAllele”:"G”",
“vcfVariantFrequency”:0.081,
“nirvana”:[

el coimand, BRI T 507 —IHRTT PDFI 7 A LONBITHR &Y
“begin”:29092920, _ _

“end":29092920, HEULLEREZHLTLET,

“refAllele”:"A”,

“altAllele”:"G",

“hgvsg”:"gsyntax”, JSONT 7 A IV HFEHREL TR EINE T,

“variantType”:"SNV”,

“transcripts”:[

JSON (avaScript Object Notation)

“transcript”:"NM_007194.3",
“source”:"RefSeq”,
“bioType”:"protein_coding”,
“cdnaPos":"1136",
“exons”:"10/15",
“geneld”:"11200",
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llumina' | TruSight™ Oncology Comprehensive (JP)

FOR IN VITRO DIAGNOSTIC USE  Report Date 2023-06-01

sample i ORC3

mor Type  Medullary thyroid
carcinoma
ex Female

Run QC 7 PASS | | RunID 201013_NDX550129_0153_AHCVKMBDXX
L3 PPQ], 1 129 RNA External Control & NTC 7 PASS Analysis Date 2023-06-01
RNA Library QC / PASS Knowledge Base Version 8.6.1.0326
DNA External Control & NTC 7/ PASS Knowledge Base Published Date 2023-03-31
DNA Library QC v PAsS | | Module Version 2.5.0.x
L DNA MsI QC v PAss | | claims Package Version 1.1.0.0
L DNA Small Variant & TMB QC v PASS

L DNA Copy Number Variant QC  / PASS
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Alterations and Biomarkers Identified
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The genomic findings reported below, for variants of biomarkers identified in this sample, are intended to provide tumor
in

profiling

Genomic Findings with Evidence of Clinical Significance *

tected Variants

RAF p.(Val600Glu)

Details

Type: SNV
VAF: 10.86% Change: NM_004333.6:c.1799T>A |

BROBEEER: Y — o VA5 0OID. BREER.
FLYIR=ZADN=I3V FLyIR-ZADHEITH.
BREI21-IWDON—-IaV.IV—LINyT—IDIN—-T3Y

[ ]

| N
Position: chr7:140453136 | Reference AIIeIe A | Alternate Allele: T

Detected Variants

AKT1 p.(Glul7Lys)

APC p.(Argl450Ter)

Q.

[
(Thr1556AsnfsTer3)

ATM p.
(Cys353SerfsTer5)

CTNNB1 p.(Thr41Ala)

TMB: 6.3 Mut/Mb

Genomic Findings with Potential Clinical Significance *

MSI: MS-Stable
Details

Type: SNV

VAF: 7.8% | Consequence: Missense Variant, Splice Region Variant | Nucleotide Change:
NM_001014432.2:c.49G>A; NM_001382430.1:c.49G>A | Genomic Position: chr14:105246551 |
Reference Allele: C | Alternate Allele: T

Type: SNV
VAF: 10.08% | Consequence: Stop Gained | Nucleotide Change: NM_000038.6:c.4348C>T | Genomic
Position: chr5:112175639 | Reference Allele: C | Alternate Allele: T

Type: Insertion
VAF: 7.98% | C riant | ide Change: NM_000038.6:c.4666dup |
Genomic Position: chr5: 112175951 | Referen:e Allele: G | Alternate Allele: GA

Type: Deletion
VAF: 6.44% | C: hift Variant | Change: NM_000051.4:c.1058_1059del |
Genomic Position: chrll: 108117845 | Reference Allele: CTG | Alternate Allele: C

Type: SNV
VAF: 13.4% | Consequence: Missense Variant | Nucleotide Change: NM_001904.4:c.121A>G |
Genomic Position: chr3:41266124 | Reference Allele: A | Alternate Allele: G
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*Additional information in Informatics Details section
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(Genomic Findings with Evidence of Clinical Significance)
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(Genomic Findings with Potential Clinical Significance)
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TSO ComprehensiveDEfERURK— M CHRESTNBZZEF . UTOEEINZEINTVLET,
AUR—RNZEMDBRYS/ LABRITH D . HJIQOUT 7LV RABINIICEDWVWES /LRI Va2V ZERLT
nWEd,

AE=-ILNUFZ Vb

AE-ILINU 7V k(FEAlInsertion] . R&[Deletion] . —IEEZE [SNV]. ZEEZE[MNV]) GDNAN SERHEINE T,

PDFLUR—BMEDRE—ILNUZ VY NCIE UATOBERNEHINF T EBETR. 7 /BEL.AE-ILNUTZIRIALT NUTFZIRNTUILEE.NUT YV D
BRESEYIDEXRIVATF RER. S/ LRI Y3V SREILEET (Reference allele) B &K UHENILEE T (Alternate allele) o
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EGFR p. Type: Insertion

(Asp770_Asn771insGly) VAF: 10.88% | Consequence: Inframe Insertion | Nucleotide Change:
NM_005228.5:¢.2310_2311insGGT | Genomic Position: chr7:55249012 | Reference Allele: C |
Alternate Allele: CGGT

EGFR p. Type: Deletion
(Glu746_Ala750del) VAF: 12.97% | Consequence: Inframe Deletion | Nucleotide Change: NM_005228.5:c.2236_2250del |
Genomic Position: chr7:55242465 | Reference Allele: GGAATTAAGAGAAGCA | Alternate Allele: G

—IEEBER[SNV]

TP53 (c.782+1G>A) Type: SNV
VAF: 39.28% | Consequence: Splice Donor Variant | Nucleotide Change:
NM_000546.6:c.782+1G>A | Genomic Position: chr17:7577498 | Reference Allele: C | Alternate
Allele: T

SIEEETR[MNV]

TP53 p. Type: MNV

(Glul198_Gly199delinsAspTer) VAF: 36.63% | Consequence: Stop Gained | Nucleotide Change:
NM_000546.6:c.594_595delinsTT | Genomic Position: chr17:7578254 | Reference Allele: CT |
Alternate Allele: AA

PDFUR—FEEBXHCITRIDONUTZ VB LUTZDS /LOFEHBERZSLZHELTLEIHTIC
BHONU7 VhZARICEHT DT —ABHHVETEZNR.INSONUT Y M —RIICHREEINIBSIC
BRARNGRK (Bl TMEZERE) H'HEN 5T,

TEcHllE.EGFR p.(Leu858Arg) ICHIZA. Thr790MetZEEHNAD Z ET . TKINBEES N 4{EL.EGFR-TKI

=1 =
BEMHETREZREKRLE T,
EGFR p.(Leu858Arg) Type: SNV
EGFR p.(Thr790Met) VAF: 9.98% | Consequence: Missense Variant | Nucleotide Change: NM_005228.3:¢.2573T>G |

Genomic Position: chr7:55259515 | Reference Allele: T | Alternate Allele: G

Type: SNV
VAF: 3.88% | Consequence: Missense Variant | Nucleotide Change: NM_005228.3:c.2369C>T |
Genomic Position: chr7:55249071 | Reference Allele: C | Alternate Allele: T
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BIGFIBEEIDNAD SRHENGEEFOIE-HOENZRIRLE T,
BIEFIBER . F—Y Y T ILh DO EAHESE. 5 S UHEDEGFRIEDY — NREZMIE Ul ZEAEECH I 3 FEaGFHEED
BEHREEIHEINT T,

PDF L R— b _EDBEEFIBIBICE UTOBEBRNMNEEHSINE T BT H. EEHZE(LE (Fold change value).

ERBB2 Gain Type: CNV
Fold Change: 1.436
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(5'M53)ICHBULFET (@EETFHI). /" CRUSNEBES . FANHERT TCHIZEERLET,
Fr EBHOBBIGEFNIILU—IRA Y PMCTER>TVWRBE. ZNSDEGFH " TRISNTHRESNFE T (RS EIGTFHI2).
TEEHI2TIF.CD74-ROS1 fusion&CD74-GOPC fusion. EE55DOEEHB®H Y HIRITELBWERZR L TLWE I BEZED
BREXRED CEELIEIN,

PDFLR— bk EOREEGFICIE UTOBERICHINE T HEGF R AMEEGTFOI V- IR Y M BEELRFOYIR—MU— R,

S EIEFE1 ETV6-NTRK3 Fusion Type: Fusion

FEACEIL Breakpoint 1: chr12:12022900 | Breakpoint 2: chr15:88483984 | Fusion Supporting Reads: 23
Sy CD74-ROS1;GOPC Type: Fusion
RISIEET 12 Fusion Breakpoint 1: chr5:149784243 | Breakpoint 2: chr6:117645578 | Fusion Supporting Reads: 26
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MET Exon 14 Type: Splice Variant
skipped Affected Exon(s): 14 | Transcript: NM_000245.4 | Breakpoint Start: chr7:116411708 | Breakpoint End:
chr7:116414934 | Splice Supporting Reads: 34

Tumor Mutational Burden (TMB)*
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TMB: 6.3 Mut/Mb

Microsatellite Instability (MSI)”

MSIRF—9 X (MS-Stable, MSI-High) [3.BIEE LR U TARELHES NS/ ABKOEISICEIVWTHES N,
BRIV KR-rENFET,

MSI: MS-Stable
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sample D QRC3- Run QC 7 PASS Run ID 201013_NDX550129 0153 AHCVKMBDXX
L3 PPQ1l 1 129 rnAExternal Control & NTC v PASS Analysis Date 2023-06-01
RNA Library QC v PASS Knowledge Base Version 8.6.1.0326
Tumor Type Med!‘"ary thyroid DNA External Control & NTC v/ PASS Knowledge Base Published Date 2023-03-31
cancinoma DNA Library QC 7 PASS Module Version 2.5.0.x
E13 pemals L DNA MSI QC 7/ PASS  Claims Package Version 1.1.0.0
L DNA small Variant & TMB QC v PASS

L DNA Copy Number Variant QC v PASS
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illumina | TruSight™ Oncology Comprehensive (JP) FOR IN VITRO DIAGNOSTIC USE  Report Date 2023-06-01

sample D QRC3- Run QC 7 PASS Run ID 201013_NDX550129 0153 AHCVKMBDXX
L3 PPQ1l 1 129 | rnAExternal Control & NTC 7 PASS Analysis Date 2023-06-01
RNA Library QC v PASS Knowledge Base Version 8.6.1.0326
Tumor Type  Medullary thyroid DNA External Control & NTC 7 PASS Knowledge Base Published Date 2023-03-31
carcinoma DNA Library QC 7 PASS Module Version 2.5.0.x
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TSO Comprehensive@PDFUR—F TR . BEDQCHRREZRRLTVET,

EFRBRQCHRROBEKZUTICBALE T,

ZNZENQCA MU T ZDEEHMIF.Local Run Manager TruSight™ Oncology Comprehensive Analysis Module
Workflow GuideDf1#fB%Z SR ZE L,

o R
DNA Library QC DNA MSI™ QC
DNA Library QCIZ. IV 9=Zx—vaVZHAELE T, PASSDIBEE.MSIDRAF—I AN WETNFT,
PASSDIZE.DNANSDEEN VK- bENET, FAILDIZE MSIDRAF—I AN R—bENEE A,

FAILDZE . TRADODNA QC(DNA MSI QC.DNA Small Variant &
TMB QC.DNA Copy Number Variant QC)I&N/AIC/: .DNAH'S
DEERLUKR—FEINFHAD RNA Library QCZ/VA LTZIBE.RNA DNA Small Variant
DEERLKR—bENFET, & TMBX QC
BH.DNAZRELUTLRLIES.DNA Library QCEZDTHRAODNA
QCIIN/AEREEINFE T,

PASSDIEE . RE—-ILNUFZ YV METMBDEHN L R—FENE T,
FAILOBE . RE=ILNUFP Y D LUR—RENT,
TMBI&Not Evaluable& LR—bhENFET,

DNA Copy Number  pass
Variant QC FAIL

PASSOIBS. BT FIBEEENBESINET,
FAILOIZES . BIEFEEZRENVKR-bEINE B A

PASSOIZE BSEIEFERTSAANUFP VB UR—-bENET,
FAILOBEE REEGEFERTSAANUTZ VMU R—bENE R A
BB RNAZZRE L TLRWIEE.RNA Library QCIEIN/AEREE SN
*?0

RNA Library QC
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